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‘Subject Index 
‘Preface 


tom 1976, IRL has adopted a new system for the preparation of annual subject 
indexes. The system is based on the use of key word listings derived from the 
revious free-term indexes. 


or each abstract, the indexer selects terms from a fixed list of key words which 
is continually updated. 


Che word list contains terms which will appear as entry points in the index, and 
Subsidiary descriptor terms (e.g. aminoacylation, primary structure, purification). 


From the terms selected, several chains of key words are derived, their word 
order being determined by the indexer. 


The terms are separated by the following punctuation symbols: 


1. comma - used to separate terms as in a normal sentence. 
2. hyphen - used to indicate a relationship between terms. 
3. oblique - used to indicate an alternative. 

4. plussign -_ used to indicate a combination 

5. cross sign - used as an indication of hybrid formation. 


Throughout the indexes cross-references are included. These are of one of 
the following types. 


1. Directing the user from one synonym to another e.g. F-factor: see also 
colicinogenic factor, episome, plasmid, R-factor. 

2. Guiding the user from the general to the more specific e.g. Antidiuretic 
hormone: see Vasopressin. . 


WORKED EXAMPLE 


Title of abstract: Characterization of the non-histone nuclear proteins associated 
with rapidly labelled heterogeneous nuclear RNA. 


Entry terms: RNA (heterogeneous nuclear), Nonhistone protein. 
Subsidiary descriptors: associated, characterization. 


Index chains: a) RNA (heterogeneous nuclear), associated, nonhistone protein, 
: characterization. 

b) Nonhistone protein, RNA (heterogeneous nuclear) - associated, 
characterization. 
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mouse mammary gland tumours reverse 
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Abrin-s 
inactivation-ribosome, HeLa cell 3215 


inhibition-protein biosynthesis/ribosomal 
GTPase 4256 
inhibition-tRNACaminoacyl) binding-eukaryote 
ribosome 6476 
Abscisic acid, 
effect on DNA biosynthesis-s 
githago seed 4456 
effect on DNA biosynthesis/RNA biosynthesis, 
Spinacia oleracea 4338 
effect on RNA biosynthesis/growth/respiration 
during germination 292 
effect on RNA content/RNase activity, 
Lycopersicum esculentum mutant 4018 
inhibition-RNA biosynthesis/growth/abscisic 
acids effect of adenine (benzyl) during 
germinations Phaseolus vulgaris 293 
Acanthagoeba castellani- 
DNase Cacid)/RNase (acid)/acid phosphatase 
activity during growth/encystment 1876 
Acer pseudoplatanus, 
nuclear DNAs cytophotometry during growth 
5449 
nuclear RNAs properties/function 270 
polyribosomes, electron microscopy 824 
zeatin (ribosyl)/zeatin/zeatin (dihydro) 


Agrostemma 


isolation/identification 1406 
Acetabularias 

chromosome loops arrangement-transcription 

unit 2629 


1014 
translation 


DNA ultracentrifugation 
poly (A)-containing RNA, 
2829 
Acetabularia mediterranea, 
RNA biosynthesis, effect of 
2813 
tobacco mosaic virus gene expression 
Acetal (alpha-ketoketene-SsS) es 
reaction-guanidines pyrimidine synthesis 
1394 
Acetic anhydride, 
modification-histones activation-chromatin 
1329 
reactivity-histone amino group, 
jonic strength 6930 
Acetonitriles 
boron trifluoride etherate, 
aminoacylation 743 
WN-Acetoxy-2-acetylasinofluorene, 
damage-human fibroblast DNA, excision-repair, 
comparison-UV-irradiation 3949 
modification-duck erythrocyte chromatine 
‘binding-DNA 3850 
N-alpha-acetoxyethy l-N-ethylnitrosamines 
induction-rRNA gene mutation, 


in vitro 


jllumination 


4873 


effect of 


use-nucleoside 


comparison-N-N-dimethylnitrosamine 2473 
mutagenesis-rRNA genes 
comparison-N-N-diethylnitrosamine 3957 
Acetyl coenzyme A carboxylase, 
biosynthesis» cell-free systems rat liver 
polyribosome, effect of diet 4791 


Acetyl kidamycines 
effect on RNA biosynthesiss Hela cell 
inhibition-RNA biosynthesis, Hela ceil 
bis (acetylacetonato) (nitro)cobalts 
adenosine complex,s X-ray crystallography 
4151 


5416 
4339 


Acetylaminofluorene, 
effect on DNA/chromatin structure/template 
activity 2855 
interaction-rat liver DNA 
identification-bound form 2347 
removal-DNAs human fibroblast 1699 
removal-mammalian cell DNAs repair mechanism 
3937 
Acetylaminofluorene (hydroxy), 
effect on rRNA/poly(A) containing RNA 
biosynthesis, rat liver 3299 
N-dcetylimidazole, 
modification-RNase T1 tyrosine residue 
Acetylsalicyloyl chloride, 
interaction-adenosine/inosine/uridine/uridine 
(5-bromo) 60 
N-acetylthioleuc ine, 
ester-AMPs interaction-tRNA Phe, 
synthesis-thioamide bond 184 
Achatina fulicas 
DNase Av degradation-DNA/poly(dA)/poly(dI) 
6852 
poly (dA) degradation-DNase 
Acheta domesticus, 
oocyte nucleoluss circular DNA frequencys 
during oogenesis 5446 
rRNA gene amplification, 


in vivo, 


6851 


ribosome 


541 


spacer length 


heterogeneity 1748 
Achlya, 
comparison-mRNA/RNACheterogeneous nuclear) 
4302 


Achlya ambisexualis,s 

RNA biosynthesiss 
stimulation-cytosol/antheridiol 

Achlya bisexualis, 

DNA biosynthesis-z 
inhibition-cycloheximide/blasticidin-S- 
relationship-effect on protein biosynthesis 

4466 
RNase activity, during 


4331 


calcium ion-induced 


sporangium formation 528 
Acid, 
stress, Salvelinus fontinalis, effect on RNA 


biosynthesis 2814 
Acid hexose phosphatases 
biosynthesis, effect of protein 
biosynthesis/RNA biosynthesis 
Escherichia coli 6480 
Acid phosphatase, 
activitys during growth/encystments 
Acanthamoeba castellani 1876 
leakage-Salmonella typhimurium, 
Lipopolysaccharide-defective mutant 
productions controls Neurospora crassa 
Acinar cell, 
differentiation, 
(S5-bromodeoxy)- 
rats DNA biosynthesis- 
streptozotocin 5559 
Acipenser guldentadti- 
prophase oocyte, localization-rRNA gene 
Acipenser naccarii- 
DNA contents nuclear cytoplasmic ratio 
Acipenser ruthenus, 


inhibitor, 


538 
5076 


effect of uridine 


rat embryo 1428 
effect of 


5445 


3535 


prophase oocytes localization-rRNA gene 5445 
Acipenser sturio- 
DNA content, nuclear cytoplasmic ratio 4335 


Acnes 
treatment, 
trypsin + 

cis-yconitic 
reversible 

Acridine, 
binding-DNA- 
binding-DNA- 


doxycycline association-RNase + 
chymotrypsin 4017 
anhydride, 


jinactivation-RNase T1 5609 


5453 
1674 
physical 


characterization 
thermodynamics 
derivatives interaction-DNAs 
properties 6019 

effect on RNA biosynthesisr phage T7 
interaction-DNA 4394 


1608 
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Acridine oranges r 
binoina-DNA, chick erythrocyte chromatin 
bindina-DNA, effect of gamma-irradiation 

22S 

bindinc-DNA-, fluorescence 
tinding-DNA-, fluorescence, 
querching-actinomycin ~ 4369 
binding-phage PM2 closed circular 
on censity 2852 
interaction-DNA, kinetics 1041 
use-study-chromatin deneturation 

Acridine(1-nitro-9-aminopropyl)- 
effect on RNA biosynthesis in vitro 

Acridinylmethanesulphonanilides 
derivatives Kinding-DNA Z€&52 

Acriflavine, 
bindino-DNA, use-fluorescence labelling 
interaction-DNAs study, 

1042 

Acroleins 

copolymer, cross-linking, 
coli ribosomal 
study 2729 

Acrylamide, 

copolymer, 


2744 
DNA, effect 
63€ 


659C 


326 
use-spin-labelting 


use-Escherichia 
subunit 308 organization 


cross-lLinkinos use-Escherichia 


coli ribosomal subunit 30S organization 
study 2739 
ACTHs 


biosynthesis, cell-free system, 
pituitary tumour mRNA 2872 


mouse 


effect on DNA biosynthesis, ret adrenal gland 
6120 

effect on arowth/DNA biosynthesis, mouse 
ecrenal gland tumour 2445 

effect on nuclear/mitochonorial CNA 
biosynthesis during growth, rat adrenal 
gland 245C 

effect on FRNA, rat brain stem 3279 


incuceds cortical cell differentiation, 
effect of uridine (5-bromodeoxy) 1427 
mRNA translation-wheat germ cell-free system, 
procuct characterization 1649 
stimuletior-nuclear RNA polymerase III 
Actidione,s 
etfect on 
content-adenine/adenosine/guanosine/AMP/ GMP, 
wheat leaf 54 
Acting 
assembly, in vitro, effect 
bindina-ATF (1,N*é-et heno) 
ESRK/fluorescence 764 
CNase I complexs, X-ray crystallography 
F-Actins 
binding-epsilon-ADF, 
olare 4167 
G-Actins 
binding-ATP(1,N*6-etheno), fluorescence 
interaction-ATP(1,N*6-etheno)s kinetics 
Actinomadura carminatas 
UV-irradiation-inaguced mutagenesis, 
relationship-DNA replication 342& 
Actinomyces rimosus-s 
RNases effect on vesticular stomatitis 
virus/Newcastle disease virus/variola 
virus/reproduction 5599 
RNeses pharmacokinetics, 
Actinomycins 
bindina-dinucleot ide, 
biosynthesis, tRNA amino acid acceptor 
activity Streptomyces antibioticus 
Actinomycin Ds 
binding-DNA/chromatin, 
measurement 354 
binding-DNA palindrome, 
binding-Xenopus laevis DNA, 
localization 419 
complex-dinucleotides NMR 5283 
complex-DNA, ettect on Novikoff 
hepatoma/human mammary carcinoma/leukaemia 
leukocyte qrowth ¢79R8 


1269 


of AMP 774 
+ manganese ion, 
2538 


orientation-adenine 


1434 
3143 


albino rat 6844 


kinetics 790 
1423 
colorimetry 


7854 
use-RNA gene 


mo de ( 
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Actinomycin D(Contd), 
complex-DNA-, fluorescence 4389 


degradation-ritosomal proteins regenerating 


rat Liver” 6262 
effect on cell cycler kinetics/DNA strand 
breakage, Chinese hamster cell/mouse mammary 
aland tumour TSS 
effect on chromosome condensetion 1329 
effect on complementary mitochondrial DNA 


biosynthesis 1794 


effect on cytoplasmic enconuclease cleavage 
patterns SV40 DNA 68&57 

effect on DNA tiosynthesi£s adenovirus type 
12 infected BHK-271 cell 1148 1149 

effect on DNA tiosynthesis/FNA biosynthesis, 
nuclear polyhedrosis virus infected Eombyx 
mori embryo 1127 


effect on DNA polymerase alpha/ONA polymerese 
beta/deoxynucleotidyltransferase(terminal)/a 


denosine deaminase, rat thymus/spleen 4045 
effect on DNA repair synthesis, irradiated 
thymocyte 1145 
effect on genome RNA/MRNA biosynthesiss 


measles virus-infectec cell 2256 


effect on hydrocortisone/insulin 
induction-rRNA ctiosynthesiss rat liver 
cytoplasm/nucleus 5406 

effect on isolation-ribonucleoprotein,s rat 
liver 1226 

effect on rabies virus/vesicular stomatitis 


virus multiclication 
effect on reverse 


4157 
transcriptsse 


transcription-evian oncornevirus genome in 
Vitra sce. 
effect on FRNA tiosynthesiss chromosome 21 


trisomy lymphocyte 5967 
effect on FRNA tiosynthesis/cold hardenings 
Triticum aestivum 542zé 


effect on FNA biosynthesis, Lactuca sativa 


3290 
effect on RNA biosynthesis, murine mammary 
tumour virus 3287 
effect on RNA biosynthesiss phage T7 160€ 
effect on RNA biosynthesis/protein 
biosynthesis, relationship-circadian rhythm, 


isolated Aplysia eye 6449 
effect on RNA biosynthesis, 
syncytial virus 
kidney 943 
inhibition-haemoclobin biosynthesis, 
reticulocytes binding-DNA 
cytoplasmic perticle 2751 
inhibit ion-lLight-induced polyritosome 
formations etiolated Fhaseolus vulgaris 
leaf, kinetics S&7& 
inhibit ion-recombination, 
pneumoniae 0967 
inhibition-RNA ciosynthesiss degradation-rRNA 
precursor/poly (A)-containing RNA, 
Saccharomyces cerevisiae 95€& 
inhibition-RNA biosynthesis. effect of 
heat-treated RNA polymerase I 6878 
inhibit ion-transcription/FNA polymerase 


respiratory 
infecteao Rhesus monkey 


rabbit 
containing 


Dinlococcus 


activity, site 553 
nucleotide complex, NMR,» moagel-DNA 
binding-actinomycin BD 2086 
oligonucleotice complex, NMR, model—-DNA 
binding-actinomycin Bb 2097 


quenching-f luorescence,s 
Orange/auinacrine 4356S 
stimulation-mRNA translation, 


DNA binding-acricine 


cell-free 


system 6474 
treated cultures RNA translocation-cell-free 
system 2310 


use~phage lLamtdea DNA mapping 
Acyl halide, 

transformation-nucleoside 

ester), mechanism/product 


1064 


C22 35."=0 or tha 
structure 2677 
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| Adamantanes 
derivatives effect on RNA replicase 
fowl plague virus/influenza 8 virus 


Adenine dinucleotides 
circular dichroism 
Adenine hydrochloride, 


activity, 4136 


570 


1-Adamanthylphosphonodichloride, 
interaction-uridine (5-bromo)/uridine 


CS=ftluoro) 7469 
Adenines 
analogues polyoxin antibiotics synthesis 
3617 


complex-riboflavin, 
structure, 


crystal/molecular 
X-ray diffraction 5200 
containings polynucleotides circular 
dichroism 5812 
content-wheat leaf, effect of 
chloramphenicol/actidione/rifampicin 54 
derivatives hydrogen bonding, effect of 
di-tert-butyl nitroxides NMR 5203 
detections chromatography (thin-layer), 
use-o-tolidine 3082 
effect of DNA irradiation 37 
effect of protonation/alkylation 
effect on deoxyribonucleoprotein 
decompositions thymocytes irradiated rat 
36C3 
effect on guinea pig trachea muscle 
electronic structure 3593 
fermentation, effect on metabolism during 
starvation, Peptococcus prevotii 771 
incorporation-purine nucleotide, following 
blood-flow restoration, rat livers ischaemia 
2081 
interaction-adrenaline, 
ionization potential 38 
mappings RNA 5894 
methylation-trimethyl phosphate 2044 
polymethacrylate synthesis 4123 4124 
radiolysis, effect of oxygen 
concentration/medium pH 5204 
reaction-pentacyanonitrosylferate (II) 
complex 5202 
reaction-cis-plat inum(II)diamminedichloride/t 
rans-platinum(II)diamminedichloride 5/753 
receptor, Spodoptera exempta, detection 3602 
separation-guanine/uracil/cytosine, 
chromatography (thin-layer) 3081 
styrene derivatives synthesis/polymerization 
2043 
transport, 
ZOs2 
transport, rat kidney cell, 
comparison-normal/Kirsten mouse Sarcoma 


2662 


(25 


UV-spectroscopy 39 


gene regulations Neurospora crassa 


virus-transformed 4141 
transport systems associat ion-development, 
Neurospora crassa 6336 


uptake/egresss human erythrocyte 5217 
uptake-histone H1/histone H2a/histone H2b 
3053 
uptakes Neurospora crassa mycelium 
uptakes Schizosaccharomyces pombe, 
role-purine phosphoribosyltransferase 
Adenine arabinosides 

effect on herpes simplex virus-induced 
‘encephalitis 2691 

effect on herpes simplex virus type 2 
infections hamster 4156 

effect on Plasmodium berghei protein 
biosynthesis/protein gene expression 6359 

effect on vaccinia virus/herpes simplex virus 
type 2 infections human fibroblast 2689 


2051 


3018 


inhibition-DNA biosynthesiss mechanism 2071 

methylated derivatives antiviral activity 
6358 

uses study-herpes simplex virus DNA 


replication in vitro 2903 
Adenine arabinoside 5°-monophosphates 
effect on vaccinia virus/herpes simplex virus 
type 2 infections human fibroblast 2689 
effect om herpes simplex virus keratitis 


1420 


radical formations ESk 5<eu] 


Adenine nucleotide, 


see also ADP» AMP, AT? 


backbone conformation, \WR 74? 

binding-photophosphorylation counling factor 
4701 

compartmentation, guinea pig heart 263% 

contents canine ventricle, effect of 


infarction/ischaemia 4703 


content, liver, irradiated rat. effect of 
Bipenst 5227 

conversions photophosphoryletion coupling 
factor 4702 


effect on ATP sulphurylasesr Anabaena 
cylindrica 5265 
inhibit ion-sympathetic 
blood vessel 4155 


nervous systems dog 


inhibition-transmission,s, rat vas deferens 
6385 

interaction-spinach chloroplast coupling 
faction -~ 63:79 


pyridine nucleotides, separations 
chromatography 128 
reaction-chloroacetaldehyae 1435 
translocation-bovine mitochoncria 
stimulation-phosphate 5266 
translocation system, mitochondria, 
determination/role-eukaryote 47)0 


vesicle, 


genetic 


Adenine phosphoribosyltransferases 


activity during developments human/rat 1944 
activitys gouty human fibroblast 4057 
purification/characterization, 
Schizosaccharomyces pombe 6&95 
Adenine (2-azido-N¢*6-benzyl), 
Ssynthesis/biological activity 3078 


Adenine (2-azido-N*6-(detta*2-isopentenyl)), 
synthesis/biological activity 3078 

Adenine (N*6-benzyl)-s 
antagonism-ethylener Citrus sinensis 3605 
effect on abscisic acid inhibition-RNA ‘ 
biosynthesis/growth auring aermination,s 


Phaseolus vulgaris 2%? 
effect on Begonia evensiana dornancy 3992 
effect on Helianthus annuus 
mitochondria/microovody enzyme 1401 

effect on Xanthium pennsylvanicum seed growth 


3604 
glycosylation, 
fusion-bis-(p-nitrophenyl)hyorogen phosphate 
2663 
incorporation-tRNA/rRNAsz 
799 
Adenine (N*6-benzyl)nucleotide, 
occurrence-tobacco cell RNA 
Adenine(disc)s 
isolation/structure,s 
1383 
Adenine (9-ethyl)- 
hydrogen bonding-tyrosine side chainss NMR 
5754 
Adenine (N*6-furfuryl), 
interaction-nitrous acid/aromatic 
UV-absorption 1384 
Adenine (N*6-(delta*2-isopentenyl)), 
biological activity, Nicotiana tabacum callus 
4681 
jinteraction-poly U(5-bromo), 
formation 6321 
reaction-oxo-osmium 
Adenine (6-methyl)- 
content-Okazaki 
coli 1094 
interaction-poly U(5-bromo).s 
formation 63¢c1 


Nicotiana tabacum 


5794 


Dictyostelium discoideum 


compounds 


base-pair 
Ligand complex 2045 
fragment DNAs Escherichia 


base-pair 
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Adenine (1-methyl) (Contd) « : 
production sites identification-Asterina 
pectinifera testis 5216 
structures X-ray crystallography 3079 
surface transformation-starfish oocytes 
relationship-fertilization~ 5765 
Adenine (9-n-propyl) « 
derivatives interaction-uracil(1-cyclohexyl)-, 
bas?-pair formation 6321 
Adenine (9-vinyl)-s 
analogues physical properties 
Adeno-associated viruses 


698 


DNA replications origin/terminat ion 4948 
DNA, structure 4947 

Adeno-associated virus type 1+ 
intected cells DNA biosynthesis in vitro 


3412 
replication-temperature-sens itive human 


adenovirus type 31 infected cell 1121 
Adenocarcinomas 
cell culture, DNA biosynthesis, effect of 


2,5-piperazinedione,3,6-bis (5-chloro-2-piper 
idyl)-, dihydrochloride 3954 
cell cultures DNA biosynthesis- 
inhibition-urinary peptide 5565 
Adenomas 
sheep lungs production-C-type virus 
RNA/reverse transcriptase 1632 
Adenosines 
bis(acetylacetonato)(nitro)cobalt complexes 
X-ray crystallography 4151 
activation-adenyl cyclase/steriodogenesis-s 
Leydig tumour cell/adrenal tumour cell 3118 
adsorption-mercury electrode, effect of 
pH/perchlorate ion 3112 
aminoacylateds occurrence-mammalian tRNA Tyr 
Ee 
analogues inhibition-cholera toxin 
stimulation-adenyl cyclases epithelium cell 
468C 
analogues reaction-adenosine 
5*-phosphorimidazolide 4664 
antibodys binding properties 4058 
antibody- purification/specificity 5126 
assay methods use-adenosine deaminase 6344 
assays use-isotope dilution/enzyme catalysis 
4663 


binding-palladium chloride 2062 
chlorination-t-butyl hypochlorite 5772 
conformations rote-adenylate cyclase 


activation 4679 
contents brain/cerebral cortex, 


relationship-AMP (cyclic) production 5239 
content-wheat leafs effect of 
chloramphenicol/actidione/rifampicin 54 


dialdehyde, synthesis/structure 
effect on adenylate cyclases 
Sie, 
effect on AMP (cyclic) content, 
neuroblastoma 3119 
effect on AMP(cyclic) 
myocardium 2687 


1407 
rat striatum 


mur ine 


accumulation, 


effect on blood flows Salmo gairdneri gill 
5781 

effect on coronary blood flows dog heart 
5242 


effect on guinea pig trachea muscle 725 

effect on hypnotic-induced sleeping time, 
mouse 6362 

fermentation, effect on metabolism during 
starvations Peptococcus prevotii 771 
inhibition-adenylate cyclase, thondrocyte, 
effect of maturation 2585 
inhibition-electrical stimulation-guinea pig 
ileum contraction 2688 
inhibition-noradrenaline releases rat portal 
vien 5270 

inhibition-phosphatidylinositol kinases human 
erythrocyte 4704 


Adenosine (Contd)- , 
jnhibition-protein kinases bovine thyroid 
1419 
inhibition-rabbit ileum contraction 2070 
inhibit ion-sympathetic nervous system, dog 
blood vessel 4155 
inhibition-transmission, 


6385 


rat vas deferens 


jnteraction-acetylsalicyloyl chloride 60 
interaction-cis-platinous ammine 3101 
jsostere, synthesis 2679 | 
Ne6-derivative,s synthesis 733 
protection-histamine 
hypersensitivity/anaphylaxis, mouse 77S | 


radical formation, ESR 5201 
receptors Spodoptera exemptas 
regulation-fatty acid oxidization 
regulation-insulin secretions rat 
Langerhans 5238 
stacking association, effect of salt 748 
stimulation-adenyl cyclase activitys bone 
cell 751 
&-substituted,s NMR 4675 
ternary complex-2,-2*-bipyridyl + cobalt 
jon/nickel ion/zince ion/copper ion, 
structure 4693 
toxicity, adenosine deaminase 
inhibitor-treated L cell 5241 
vascular response, effect of 
dilazep/theophylline/indomethacin 5240 
yeast tRNA Thr/tRNA Tyr, methylation-Bacillus 
subtilis tRNA methylase 4215 
Adenosine (2-amino), 
synthesis 733 
Adenos ine (N*#6-(5-aminopent-1-yl))- 
synthesis 5771 
Adenosine(5 °-O-aroyl)s 
synthesis 2063 
Adenosine (8-aza)-, 
metabolism/metabolic effect 
X-ray crystallography 5779 
Adenosine (2*-azido-2"-deoxy)» 


synthesiss purine cyclonucleoside cleavage 
5773 


Adenosine (8-bromo-5 *"-deoxy)-s 
conformations solutions NMR 

Adenosine(5 °-cyano) » 
carboxylic acid derivatives synthesis 729 

Adenosine (cytidylyl-3°-5°)-cytidylyl-(3",5"), 


detection 3602 


6361 
islets of 


1421 


S111 


derivatives synthesis 4712 f 
Adenosine (2°-deoxy), 
conformations solutions NMR 3111 


containings oligonucleotides synthesis 5280 
effect om RNA biosynthesis/Western equine 
encephalitis virus replication 2257 
inhibition-chromatin-associated poly(A) 
biosynthesis in vitro 5818 
inhibition-interferon induced antiviral 
States chick embryo fibroblast 3120 
inhibition-protein kinases Trypanosoma 
cruzi/Trypanosoma gambiense 3121 5783 
gamma-irradiations formation-adenosine (7,2 
8-dihydro-8-oxo-deoxy) i i 
Aa y)s characterization 
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5545 
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4335 
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1152 
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effect of pr 1157 
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1127 
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low-molecular weight DNA, 
jsolation/characterization 
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control-transcription 5848 


Ppupas ribosome content/amino acid 
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tRNA» nucleoside composition 2726 
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biosynthesis-associated tRNA Ala 5819 
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4608 
silk gland, 
silk gland, 
5823 
silk gland, 
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activity, effect of growth 2283 
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characterization/identification 6419 
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stimulation-adenosine 751 
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transferase (terminal) activity 2579 
cells irradiated rats DNA content, 
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cells mouses methotrexate cytotoxicitys 
effect of mucleoside 1433 
deoxynucleotidyl transferase (terminal) 1285 
DNA biosynthesis/protein biosynthesiss effect 
of phenytoin/phenobarbitone, in vitro 2952 
effect of cytosine (5-fluoro) 2672 
erythroid cell, rabbits RNA biosynthesis- 
rate, comparison-nuclear/cytoplasmic 1597 
humans RNA biosynthesis assay 6567 
irradiated, erythropoiesis, effect of 
homologous DNA 1192 
irradiated mouse, colony formation, 
DNA 1846 
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micronucleuss DNA content 6010 


fibroin gene expression 
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rabbits RNA biosynthesis, effect of rats DNA ligase activity during development 
erythropoietin 5407 6905 
Fats DNA biosynthesiss effect of rats DNA methylations during conditional 
gamma-irradiation 1133 reflex formation 2496 
rats RNA biosynthesiss measurement 4324 ats DNA/protein content during development, 
Book review, effect of neonatal thyroidectomy 6121 
biochemistrys genetic code/DNA/RNA/protein “rat, 
biosynthesis/energy DNase(alkaline)/RNase (alkaline) /nuclease, 
metabolism/lipid/saccharide 2009 properties 2527 
microbiologys “rat, nonhistone proteins properties, 
genetics/physiology/use-industry 2008 comparison-thymus/liver 5696 
photochemistry, rat, pattern-poly (A) containing RNA 
DNA/RNA/purine/pyrimidine/nucleoside/nucleot biosynthesis 2245 
ide 2645 rat, polyribosome, 
Boron trifluoride etherate, disaggregation-L-Dopa/D-amphetamine, 
acetonitrile, use-nucleoside aminoacylation role-hyperthermia 5871 
743 “rat, polyribosome fractionation, 
Bos tauruss electrophoresis 836 
thymus glands rRNA gene isolation/sequence “rats polyribosomes isolation properties 5863 
analysis 1016 rat, prealbumin structures RNA proteid 
Botryodiplodia theombtomae, complex 2607 
spores rats RNA biosynthesis/protein biosynthesis-s 
characterization-tRNA/rRNA/ribosome-associat effect of alpha-amanitin 5976 
ed RNA 260 Srat, tRNA Leu aminoacylation, effect of light 
Bottlegourd mosaic viruss stimulation 5295 
isolation-RNA 5378 rat, septal nucleus, RNA contents effect of 
Bovine papilloma viruss apomorphine/haloperidol 3799 
DNA sequences occurrence-equine tumour 2834 specifics DNA-binding proteins 
Bovis taurus, isolation/characterization 2637 
tRNA Trp aminoacylation-tRNA (tryptophanyl) tumour, treatment-cytosine arabinoside 
synthetases binding stoichiometry 1498 (2-2*-anhydro-5-fluoro)/cytosine 
Bradykinins arabinosides comparison 1425 
mutagenicity, human cell culture 3437 Brassica campestriss 
Brains pachytene chromosome 3567 
adenosine contents relationship-AMP (cyclic) Brassica napuss 
production 5239 seeds mRNA isolation/template activity 325 
adult rats DNA polymerase activity, Brassica oleracea, 
characterization 4559 chromatins properties, template activity-RNA 
bovines AMP deaminases inhibition-fatty biosynthesis 644 
acyl-CoA derivative 1940 Breast cancer, 
chicks DNA/RNA occurrence, see also Mammary carcinoma 
staining-cisplatinum (II)-uracil complex DNA content/chromatin structure 3322 
1657 human, DNA polymerases antigenic 
chick embryos DNA polymerase complex, relationship-Mason-Pfizer monkey virus 
purification/properties 2573 reverse transcriptase 4552 
chicken embryos neuroblastoma cell, humans DNA polymerase 
characterization-DNase (acid) inhibitor purification/characterization 43012 
2992 relationship-DNA biosynthesis during 
chromatins occurrence-ribonucleoprotein lactation/pregnancy/oestrous cycle, rat 
particle 2619 mammary gland 5525 
chromatin subunits organization/transcription Bredinine 
activity 6959 inhibition-growth,s, mouse leukaemia cell, 
Drosophila melanogaster,s rRNA gene molecular effect of GMP 4174 
weight, relationship-integration 1750 Brevibacterium ammoniagenes,s 
human, deoxynucleotidyl transferase accumulation-guanosine polyphosphate 5&01 
(terminal), purification/characterization Brevibacterium flavum, 
3520 phage phi Bs isolation/characterization 6055 
humans nuclear DNA polymerases Brome mosaic viruses 
purification/characterization 4560 infected barley leafs RNA polymerases Nonidet 
mouses DNA structures effect of age 1755 P40 treated, products properties 3499 
~mouse, polyribosomes protein biosynthesis in infected Hordeum vulgares RNA 
Vat op 5855 biosynthesis/detection 4847 
mouses RNA biosynthesiss effect of RNAs infectivity, effect of 
nuclear-cytosol interaction 4349 3*-terminal/5'’-terminal modification 5367 
mouse, RNA biosynthesis/protein biosynthesiss RNA-y stimulation-Hordeum vulgare RNA 
effect of xanthine (methyl) 727 polymerase 286 
~neuron/glial cells RNA RNA, structure/function 6529 
biosynthesis/initiation site assays RNAs translation/structure 5914 
comparison 922 tRNA (tyrosyl), interaction-elongation factor 
porcines RNase (acid)/RNase (alkaline), EFof.9h27 ‘ ‘ ‘ 
purification/properties 1877 stabilitys role-RNA protein interaction 2576 
rabbits poly (A) containing mRNA, Bromegrass mosaic virus,s 
analysis-DNA hybridizations polyribosome Localization-RNA- use-neutron diffraction 
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during development 5557 5558 labellings uridine (deoxy) /guanosine/cytidine 
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treated, Hela cells DNA postreplication 
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5047 


ribosome, role-immune response 1307 
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infection 1921 
during SV40 infections 
DNA 3462 
herpes simplex virus infecteds DNA 
biosynthesis in vitro 2445 
herpes simplex virus infecteds DNAs electron 
microscopy 2881 
monolayers replication-SV40 ONA 442 
SV40-infecteds RNA biosynthesis. effect of 
DNA replication fnhibitor 2250 
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oocytes translation-cucumber mosaic virus RNA 
5305 
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Bufo viridiss 
DNA biosynthesise 


loss-supercoiled viral 
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transplanted spera-nucleus 1823 
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fibroblast/avian sarcoma virus-transformed 
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induction-translation inhibitors endogenous 
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transcriptase 6894 
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effect on chromosome repair, 
gaama-irradiation treated Misgurnis fossilis 
egg 1343 
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hinetics/thermodynamics 2718 
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polymerase alphas human cell culture 5639 
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chromatin/histones thiol group activity, 
comparison 1973 
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deoxynucleotidyl transferase (terminal) 
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deoxynucleotidyl transferase (terminal)> 
characterization-zinc metalloenzyme 1929 
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fractionsation/characterization 2330 
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Calf thymus (Contd). 
DMA modified-benzo(a)pyrene dihydrodiol 
epoxide derivative, template activity 
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DONA polymerase alphas polyd(A-T) synthesis 
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double-stranded DNAs Light scattering, 
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double-stranded RNase, 
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chemotherapys use-steroid effect on RNA turnovers rat liver 3798 
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UV-irradiation-induced DNA damage 4463 
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